NAME OF THE ORGANISM: Citrivirus citri (Citrus leaf blotch virus) (CLBV00)

GENERAL INFORMATION ON THE PEST
Name as submitted in the project specification (if different):
 
Citrus leaf blotch virus
Pest category:
 
Viruses and viroids

1- Identity of the pest/Level of taxonomic listing:
Is the organism clearly a single taxonomic entity and can it be adequately distinguished from other entities of the same rank?
 
Yes
Is the pest defined at the species level or lower?:
 
Yes
Can listing of the pest at a taxonomic level higher than species be supported by scientific reasons or can species be identified within the taxonomic rank which are the (main) pests of concern?
 

· Not relevant: Fruits (including hops) sector
If necessary, please list the species:
 
-
Is it justified that the pest is listed at a taxonomic rank below species level?
 
Not relevant
Conclusion:
 

· Candidate: Fruits (including hops) sector
Justification (if necessary):
 
Remarks:
- Fortunella is considered to be a synonym of Citrus by some authors. Using SSRs markers, Fortunella clusters within the genus Citrus (Barkley et al., 2006). These should be considered the same genus.
- Poncirus is considered to be a synonym of Citrus by some authors, and is categorized as such in EPPO GD. However, when using SSRs markers, Poncirus is a sister genus to Citrus (Barkley et al., 2006). In addition, one chromosomal marker can be used to distinguish Poncirus from Citrus species (Brasileiro Vidal et al., 2007). Whether to consider these as synonym or not is still a matter of debate.
2 – Status in the EU:
 
Is this pest already a quarantine pest for the whole EU?
 
No
Presence in the EU:
 
Yes
List of countries (EPPO Global Database):
 
-
Conclusion:
 
Candidate
Justification (if necessary):
 
The pest is reported in the EU e.g. Spain (Galipienso et al., 2004) and Italy (Guardo et al., 2007).
HOST PLANT N°1: Citrus (1CIDG) for the Fruits (including hops) sector.

Origin of the listing:
 
Commission Implementing Directive (EU) 2014/98/EU and Commission Implementing Regulation (EU) 2019/2072
Plants for planting:
 
Plants intended for planting, including seeds

3 - Is the pest already listed in a PM4 standard on the concerned host plant?
 
No 
Conclusion:
 
Evaluation continues
4 - Are the listed plants for planting the main* pathway for the "pest/host/intended use" combination? (*: significant compared to others):
 
Yes 
Conclusion:
 
Candidate
 
Justification:
 
Plants for planting is the main pathway. Seed transmission has been reported, although at very low rate (Guerri et al., 2004). Vector transmission has not been demonstrated.
5 - Economic impact:
Are there documented reports of any economic impact on the host?
 
No
Justification:
 
There are no data about economic impact. No significant damage has been reported in commercial plantations.
What is the likely economic impact of the pest irrespective of its infestation source in the absence of phytosanitary measures? (= official measures)
 

Is the economic impact due to the presence of the pest on the named host plant for planting, acceptable to the propagation and end user sectors concerned?
 
Yes
Is there unacceptable economic impact caused to other hosts (or the same host with a different intended use) produced at the same place of production due to the transfer of the pest from the named host plant for planting?
 
No
Conclusion:
 
Not candidate
Justification:
 
When CLBV was first characterized, it was associated to bud union crease symptom on Nagami kumquat grafted on citrange rootstocks (Navarro et al.,1984 ) but in 2008, the development of a full-genome cDNA clone of CLBV allowed to demonstrate that this virus only induce minor symptoms (leaf blotching in Dweet tangor and stem pitting in Etrog citron) (Vives et al., 2008). In the original isolate in which CLBV was found, the presence of a new Cytorabdovirus was found and this could be associated with the bud union crease symptom on citrange rootstocks (Vives Garcia MC (IVIA), pers. comm., 2024). In addition, CLBV has also been found affecting Actinidia (Liu et al., 2019; Peng et al., 2020), Malus (Li et al., 2020), Morus alba (Xuan et al., 2020), Nandina domestica (Kamitani et al., 2021), Prunus avium (Wang et al., 2016) and Viburnum lentago (Kim et al., 2023), but there are not a clear association with symptomatology since in most cases CLBV has been found together with other viruses.

CLBV infects all the tested citrus species and varieties, but only causes symptoms in tangor Dweet and citron Etrog (Renovell, 2010). Some isolates also induce transient nerve chlorosis in several species or hybrids of sweet orange, pineapple, Citrus macrophylla or Troyer and Carrizo citranges, and poor union on different varieties propagated on trifoliate rootstocks (Poncirus trifoliata, citranges or citrumelos), both in the greenhouse and in field. However, these latter symptoms have not been shown to be actually caused by CLBV and could have involved a different agent (SEF, 2023). The economic importance of this virus is unknown (Renovell, 2010).
6 - Are there feasible and effective measures available to prevent the presence of the pest on the plants for planting at an incidence above a certain threshold (including zero) to avoid an unacceptable economic impact as regards the relevant host plants?
 

 
Conclusion:
 

Justification:
 

7- Is the quality of the data sufficient to recommend the pest to be listed as a RNQP?
 

 
Conclusion:
 

Justification:
 

CONCLUSION ON THE STATUS:
 
Disqualified: economic importance of this virus is unknown.

8 - Tolerance level:
Is there a need to change the Tolerance level:
 
Yes
Proposed Tolerance levels:
 
Delisting
9 - Risk management measures:
Is there a need to change the Risk management measure:
 
Yes
Proposed Risk management measure:
 
Delisting
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